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(Twice amended) [Nucleic acid probes] A DNA segment 
having speddfic binding affinity for at least a part of a gene or 
nucleic acidXderivative thereof wherein said segment comprises 
[having at lea\t 15/ .Contiguous nucleotides of or at least 30 
contiguous nucleotides with at least 60% homology of] the 
following sequen^ 

GTCTACATGGGTGCTJTCCCfA^rTCCAGGGGATGAGCTACCTGGAGGATGTGCGGCTCGTACACAGG 
GACTTGGCCGCTCGQ^ACGTG&TGGTCAAGAGTCCCAACCATGTCAAAATTACAGACTTCGGGCT 
GGCTCGGCTGCTGGACATTGACG^GACAGAGTACCATGCAGATGGGGGCAAGGTTAGGTGAAGGA 
CCAAGGAGCGAGGAGGCTGGGTGG^GTGGTGTCTAGCCCATGGGAGAACTCTGAGTGGCCACCTC 
CCCACAACACACAGTTGGAGGACTTCOTCTTCTGCCCTCCCAGGTGCCCATCAAGTGGATGGCGC 

tggagtccattctccgccggcggttcacgk:accagagtgatgtgtggagttatggtgtgtgatgg 
ggggtgttgggaggggtgggtgaggagccatgg • 



(Twice amended) A test kit for detecting genetic 
abnormalities related to a gene in humans] comprising a 
container means havihsi disposed therewithin the DNA segment 
according to claim 12 [ having at least/ in part the following 
sequence: 

GTCTACATGGGTGCTTCCCATTCCAGGGGATGAC 

GACTTGGCCGCTCGGAACGTGCTGGTCAAGAG^CCC^CCATGTGAAAATTACAGACTTCGGGCT 
GGCTCGGCTGCTGGACATTGACGAGACAGAGTi ^ 

CCAAGGAGCGAGGAGGCTGGGTGGAGTGGTGTCTAGCCCATGGGAGAACTCTGAG^GQCCACCTC 
CCCACAACACACAGTTGGAGGACTTCCTCTTCTGCCCTCCCAGGTGCCCATCAAGTGGATG&SGC 



GGAGGATGTGCGGCTCGTACACAGG 




GTTAGGTGAAGGA 
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TGCStSTCCATTCTCCGCCGGCGGTTCACCCACCAGAGTGATGTGTGGAGTTATGGTGTGTGATGG 
GGGGTGTTGGGAGGGG^GGS5G^GGAGCGATGG f said kit comprising containers 



containing at least one spedifijc 
and instructions for perforlpaiiW test 



sic acid probe of Claim 12 
with 



^4- (Twice amended) A method of diagnosing human cancer 

> related to \^ gene having at least in part the following 
nucleotide secftience : 
gtctacatgggtgcttissccattccaggggatgagctacctggaggatgtgcggctcgtacacagg 
gacttggccgctcggaac^gctggtcaagagtcccaaccatgtcaaaattacagacttcgggct 
ggctcggctgctggacattgacgagacagagtaccatgcagatgggggcaaggttaggtgaagga 
ccaaggagcgaggaggctgggtggXgtggtgtctagcccatgggagaactctgagtggccacctc 
cccacaacacacagttggaggacttcctx:ttctgccctcccaggtgcccatcaagtggatggcgc 
tggagtccattctccgccggcggttcacccaccagagtgatgtgtggagttatggtgtgtgatgg 

GGGGTGTTGGGAGGGGTGGGTGAGGAGCCATG& comprising : 

[ (a) ] detecting amplification rearrangement or over- 
expression of the gene by hybridizing ^nucleic acid derived from a 
tissue sample of a human suspected of havdng said cancer with the 
[nucleic acid probes] DNA segment of claim \2. 



ft 



(Amended) 




DNA segment accord 



nucleic acid sequence of claim 



ecombinant DNA molecule comprising the 
aim 12 and a vector [containing a 
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Claim 19, line 1, delete "of claim 18", 



wherein 



0. (Amended) The DNA molecule according to claim 18. 
a^d [A] vector [of claim 18 which] is a plasmid. 



least ono 
a carrier 




(Amended) A composition of matter comprising at 
[nucleic acid] DNA segment defined by claim 12 [16] in 



Claim 22, line 2, change "nucleic acid" to 
— DNA segment — . 




(Amended) A composition of matter comprising a DNA 
segment complementary to the DNA segment according to claim 12 in 
a carrier [claim Zl^wherein the nucleic acid is DNA complementary 
to mRNA (cDNA) . ] . 



24. (Amended) The [A] cdlR^o 
wherein the DNA segment is labelled 



qsition according to claim 22^ 
*ti€h^a radioactive isotope. 



25. (Amended) The [A] composition according to [of] claim 
24j_ wherein said radioactive isotope [the label] is 
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(Amended) A method of evaluating human cancer in a 
tient [rented to the gene of Claim 16] comprising [the steps 
of] : 

1) obtaining a tissue sample from the patient; 

2) rexposincrk contacting the tissue sample with [to] a 
[composition] DNA secrmekt of claim [21] 12 to allow hybridization 
to occur; and 

3) inspecting the [exfcpsed] tissue sample from step 2 for 
evidence of hybridization reactj 



Claim 29, line 1, change "28" to — 26 — . 



Kindly add new claims 34-43 . 



CCAAGGAGQGAG 



— 3 1. A purified DNA segment encoding a gene wherein 
said gene comprises the sequence: 

GTCTACATGGG' ^CTTCCCATTCCAGGGGATGAGCTACCTGGAGGATGTGCGGCTCGTACACAGG 

gacttggccg* 'cjjbgaacgtgctggtcaagagtcccaaccatgtcaaaattacagacttcgggct 
ggctcggctjsctg^acattgacgagacagagtaccatgcagatgggggcaaggttaggtgaagga 
^4ggctgggtggagtggtgtctagcccatgggagaactctgagtggccacctc 
cccacaacacac agttggaggacttcctcttctgccctcccaggtgcccatcaagtggatggcgc 

TGGAGTCCATTCrCCGCCGGCGGTTCACCCACCAGAGTGATGTGTGGAGTTATGGTGTGTGATGG 
GGGGTGTTGGGA2GGGTGGGTGAGGAGCCATGG, or allelic or species 
variation thereof. 
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3*5. The DNA segment according to claim 34, wherein said 
gene comprises the sequence: 

GTCTACATGGGTGCTTCCCATTCCAGGGGATGAGCTACCTGGAGGATGTGCGGCTCGTACACAGG 

gacttggccgctcVgaacgtgctggtcaagagtcccaaccatgtcaaaattacagacttcgggct 
ggctcggctgctggax:attgacgagacagagtaccatgcagatgggggcaaggttaggtgaagga 
ccaaggagcgaggagg^tgggtggagtggtgtctagcccatgggagaactctgagtggccacctc 
cccacaacacacagttggaggacttcctcttctgccctcccaggtgcccatcaagtggatggcgc 
tggagtccattctccgccggcggttcacccaccagagtgatgtgtggagttatggtgtgtgatgg 
ggggtgttgggaggggtgggYgaggagccatgg. 

36. A DNA segment GTomplimentary to the DNA segment of 
claim 34 . / yKl 

37. A cDNA tJhatycoWises a DNA segment according to 
claim 34. \ 

38. A test kit for detecting genetic abnormalities 
comprising a container means having disposed therewithin the DNA 
segment according to claim 34. \ 

39. A recombinant DNA molecuie comprising the DNA 
segment according to claim 34 and a vector. 
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40. A method of diagnosing human cancer related to a 
gene having at least in part the following nucleotide sequence: 
GTCTACATGGGTGCTTCCCATTCCAGGGGATGAGCTACCTGGAGGATGTGCGGCTCGTACACAGG 
GACTTGGCCGQTCGGAACGTGCTGGTCAAGAGTCCCAACCATGTCAAAATTACAGACTTCGGGCT 
GGCTCGGCTGCTGGACATTGACGAGACAGAGTACCATGCAGATGGGGGCAAGGTTAGGTGAAGGA 
CCAAGGAGCGAGGAGGCTGGGTGGAGTGGTGTCTAGCCCATGGGAGAACTCTGAGTGGCCACCTC 
CCCACAACACACAGTTGGAGGACTTCCTCTTCTGCCCTCCCAGGTGCCCATCAAGTGGATGGCGC 
TGGAGTCCATTCTOCGCCGGCGGTTCACCCACCAGAGTGATGTGTGGAGTTATGGTGTGTGATGG 
GGGGTGTTGGGAGGGGTGGGTGAGGAGCCATGG compr is ing : 

detecting amplification rearrangement or over-expression 
of the gene by hybridizing nucleic acid derived from a tissue 
sample of a human\ suspected of having said cancer with the DNA 
segment of claim . 

4l1. A method of evaluating human cancer in a patient 
.comprising^ 

\ 1) obtaining a tissue sample from the patient; 

2) contacting the tissue sample with a DNA segment of 
claim 34 to alloW hybridization to occur; and 

3) inspecting the tissue sample from step 2 for evidence 
of hybridization reaction. 
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A purified DNA segment having specific binding 
affinity for a gene wherein said gene comprises the sequence: 
GTCTACATGGGTGCTTCCCATTCCAGGGGATGAGCTACCTGGAGGATGTGCGGCTCGTACACAGG 
GACTTGGCCGCTCGGAACGTGCTGGTCAAGAGTCCCAACCATGTCAAAATTACAGACTTCGGGCT 
GGCTCGGCTGCTGGACATTGACGAGACAGAGTACCATGCAGATGGGGGCAAGGTTAGGTGAAGGA 
CCAAGGAGCGAGGAGGCTGGGTGGAGTGGTGTCTAGCCCATGGGAGAACTCTGAGTGGCCACCTC 
CCCACAACACACAGTTGGAGGACTTCCTCTTCTGCCCTCCCAGGTGCCCATCAAGTGGATGGCGC 
TGGAGTCCATTCTCCGGCGGCeaTTCACCCACCAGAGTGATGTGTGGAGTTATGGTGTGTGATGG 
GGGGTGTTGGGAGGGGTGGGTCmGGAGCCATGG, or allelic or species 
variation thereof ,/^n<^C/herein said segment comprises at least 24 
contiguous nucleafti&es^ of said gene. 

43. A purif i^eid - DNA segment having specific binding 
affinity for a gene wherein said gene comprises the sequence: 
GTCTACATGGGTGCTTCCCATTCCAGGGGATGAGCTACCTGGAGGATGTGCGGCTCGTACACAGG 
GACTTGGCCGCTCGGAACGTGCTGGTCAAGAGTCCCAACCATGTCAAAATTACAGACTTCGGGCT 
GGCTCGGCTGCTGGACATTGACGAGAGAGAGTACCATGCAGATGGGGGCAAGGTTAGGTGAAGGA 
CCAAGGAGCGAGGAGGCTGGGTGGAGTaGTGTCTAGCCCATGGGAGAACTCTGAGTGGCCACCTC 
CCCACAACACACAGTTGGAGGACTTCCTOTTCTGCCCTCCCAGGTGCCCATCAAGTGGATGGCGC 
TGGAGTCCATTCTCCGCCGGCGGTTCACCQACCAGAGTGATGTGTGGAGTTATGGTGTGTGATGG 
GGGGTGTTGGGAGGGGTGGGTGAGGAGCCATGG, or allelic or species 
variation thereof, and wherein said segment comprises at least 40 
contiguous nucleotides of said gene. — 
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